5520 5 T H HP I S8 07 5 2 2% 3R Vol.20,No. 7
2014 424 H Chinese Journal of Experimental Traditional Medical Formulae Apr. ,2014

DNA £ JF b A Y52 — o 00 B B 10 95

#FE AL RS, EA L REER
(1. AT FPEHKF,iTF Ki&E 116600; 2. b FmPEZHKF, T 100029)

[HZE] Em-xﬁeﬁik%n%b}z@%ﬁ%#&‘ TR, Ak LA R R B % DNA &P 19 % & 5%
J7¥5 , DNA 55005 % 52 2843 DNA $2HC PCR #78 JUJF , X) ITS JF I EHE £ Blast b Xb vk RERALSIE \RGE L F L = F 5 kit
T30, 8 ﬁﬂ%ﬂ#uuﬁ#ﬂ/ﬂﬁ%lﬁlﬁ Foeniculum vulgare Mill. 4w iz (9 Fp 7. 8518« o 25 %52 3 R BB 46 M b 5L BR
A A R SR HURE b & R 2 5 TR, DNA SR B RS RSy 2 S e R A — A iy ik, ZER AR R S e h R R E W S %
EH .

[X#im] DNA KB, % E; MY

[hESEE] R282 [ XERFRIRA] A [XEHS] 1005-9903(2014)07-0127-03

[doi] 10.13422/j. cnki. syfix. 2014070127

Study on Identification of an Unknown Sample with DNA Barcoding

XU Liang"?, LIU Chun-sheng’, YANG Yan-yun', WANG Bing', KANG Ting-guo'"
(1. Liaoning University of Traditional Chinese Medicine, Dalian 116600, China;
2. Beijing University of Chinese Medicine, Beijing 100029, China)

[ Abstract | Objective; To identify an unknown broken plant sample. Method: In this work, the method
included macroscopical identification, microscopic identification, DNA barcoding identification was used. Using the
DNA barcoding identification technology, DNA extraction, PCR amplification and sequencing, ITS sequence data
were analyzed by three methods about the Blast comparison method, specific point method, system development
method. Result; The unknown sample is the seeds of family umbrelliferae plant Foeniculum wvulgare Mill. .
Conclusion; Traditional Chinese medicine authentication technology can solve the species identification problem of
unknown sample in the actual work. DNA barcoding technology provide a new method for TCM authentication and
play an important role of the identification of unknown sample.
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